R B2 2019 48 11 H 26 14 555 11 ] . 2835 -
ETEEBEENFNERASS58RAS
REREEHESEHAR
Fekle'? ARAE' I4g eFE' s T O EaE R & I B RZH

(1 vl e B e o 2 9 A e/ 8 M 2 [ R B 5 S 3 2 77 M, bt 1007005 2 & AL B AR5 H oL , b T, 100125)

WE A 8L EEASL QR SARIR LR A AR E LM S £ F AP 2R, A BT 0T AR R A SRR 5
R, T ik TR RA R — WAL AL S 5 G S e AR TR LA A BT 502 5, R A ITS ZH3B 0 5B AL W
BB EZFUGA, R EEASLQRASERGAR LHE LM EAERE 27, AARN AW A LA EEH
ARy £ A, ik RIS G RT AR IR A 0 T AR A,
KR EEPS AP bR R R A
Community Structure and Diversity of Soil Fungi in Rhizosphere of Salvia miltiorrhiza
and S. miltiorrhiza f. alba. Based on Pyrosequencing
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Abstract Objective:To analyze rhizosphere soil fungal community structure and differential species composition of Salvia miltior-
rhiza and S. miltiorrhiza f. alba. , and to provide scientific basis for studying the rhizosphere microecology of Salvia miltiorrhiza.
Methods: In this study,the rhizosphere fungi of Salvia miltiorrhiza and S. miltiorrhiza f. alba. grown in the same plot were taken as
the research object. The ITS high-throughput sequencing technology was used to study its colony characteristics and differential spe-
cies. Results; There were significant differences in the community structure of rhizospheric fungi between Salvia miltiorrhiza and S.
miltiorrhiza f. alba. Discophyte , Discophyta,and Sarcophagaceae were the differences between them. Conclusion; The participation
of Salvia miltiorrhiza and S. miltiorrhiza f. alba. is selective for colonization of rhizosphere fungi.
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