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Identification of Psoraleae Fructus and its adulterants using ITS2 sequence
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Abstract Objective : Psoraleae Fructus has toxic effects on liver and kidney and its adulterants including Datura stramonium, Hy-
oscyamus niger, D. metel , Crotalaria pallid are also tested to have toxic ingredients. Psoralea corylifolia shares similar morphological
characters with its adulterants,which can easily lead to misuses and greatly threaten the human health. This study aimed to identify
P. corylifolia and its adulterants rapidly and accurately using DNA barcoding method based on ITS2 sequence. Methods : Genomic
DNA of P. corylifolia and its adulterants were extracted and then the ITS2 sequences were obtained by direct PCR amplification and
sequenced bi-directionally. The intra-and inter-specific genetic distances were analyzed using software MEGA 6. 0,and the phyloge-
netic tree was constructed by using the neighbor-joining ( NJ ) method. Results; The ITS2 sequence length of P. corylifolia was
233bp,and the G + C content was 69. 5% . The intra-specific variations were highly conservative. There were many variation sites of
ITS2 sequences between P. corylifolia and its adulterants. The results showed that the minimum inter-specific divergence was
0. 5321, which was larger than the maximum intra-specific divergence. The NJ tree indicated that P. corylifolia could be distinguish-
ed from its adulterants obviously. Conclusion ; The ITS2 region can be used as a barcode for identification of P. corylifolia, which

provide a new technique for the authentication of germplasm resources and clinic safety of medicinal use.
Key Words
FE 5K S:R282.5

Psoralea corylifolia L. ; ITS2 sequence; Identification; DNA barcoding; Adulterants
XHkFRIRED : A doi:10.3969/j. issn. 1673 —7202.2016.01. 008

KRN ERMEYI AN IR Psoralea corylifolia L.
AR RCR 52, i (b A ARSI 24 ) (LR
fA AR 25 31) ) 2015 4 R — B IC a8
i, R ML N R B BB, RO B R Lk
15 NAENAEBE . HIT B BHAS 2, BHPRERY , 103
TGS SN A FRER BER o AN IR A B
IEYNIVEESYTE S rg s €7/ k71 I B O N N TR

T AELJA R 2 24 44 BEAS R, S0fel % iR Oh it 3
RETTA , 11 ELANE G 4/ N2 vh 24 TR b i AME
SR RE B e, SEALGE T IARMEA S5 50, = iR
PR A KA, 7™ E sl R 2542 42, L 2 06 e
BT PESCHRBTRHC B, Aha e AR O £
N iR Abutilon theophrasti Medic. %2 ¢ % T Da-
tura stramonium L. . KAlI"F Hyoscyamus niger L. 3¢

BT H < H OB 2 Q) E KA B R T (45 :20142X09304307001 ) 5 [ 5K ABH S (45 :2011BAT07BOS)
EF T A #E(1993—) , B ,2015 HAEE B9 4, E-mail : 1312905813 @ qq. com
WAEEE WOME(1976—) , 55 10, WHFT 01, EBEWSTJy 1) - P 2 B2 U2, B3 - (010) 57833194, E-mail : scauyaoh@ sina. com



RS P2y

2016 4E5 F 45 11 455 1 - 787 -

i T Raphanus sativus L.  FE4: 46 D. metel L. [1) Fh
T VBT Astragalus complanatus R. Br. JEPRE. Cro-
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A. complanatus KM588073
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