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Study on Ziyin Jianghuo Formula Zhibai Dihuang Pill on Serum Protein of SD Rats
with Yin-deficiency Shanghuo Based on iTRAQ
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Abstract Objective:To explore the therapeutic mechanism of Zhibai Dihuang Granule (ZDG) in Yin-deficiency-heat ( YDH)
syndrome. Methods : ITRAQ-2DLC-MS/MS technique was applied to screen the differentially expressed serum proteins between
ZDG treated rats and YDH syndrome rats. The serum protein profiles were analyzed by bioinformatics tools, such as Gene Ontology
(GO) database, Kyoto Encyclopedia of Genes and Genomes ( KEGG) pathway database. Compared with normal rats, 47 differen-
tially expressed proteins were shown in the serum of YDH syndrome rats, including 20 up-regulated proteins and 27 down-regulated
proteins. Nineteen proteins returned to normal after ZDG treatment, which mostly involved in immune reaction and metabolism.
Complement C4 (C4), coagulation factor X (F10), and Src kinase-associated phosphoprotein 2 ( Skap2) participated in immune
response,, while L-lactate dehydrogenase A chain (Ldha), Fructose-bisphosphate aldolase A (Aldoa), Arachidonate 12-lipoxyge-
nase (Alox12), Rho GDP-dissociation inhibitor 1 ( Arhgdia) , and Myosin light polypeptide 6 ( Myl6) mainly related to metabolic
process. Conclusion: YDH syndrome is highly associated with the disturbance of immune function and metabolism, and ZDG treats
YDH syndrome mostly through regulating immune activity and metabolic process.
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XHELL (n =20) 213.22+5.36  240.74+7.89  270.65+9.48  305.26 +9. 66 330.39 +3. 84 337.17 £15.15
BIE" bk #(n=20)  205.14+7.30  218.46+17.06  246.92+17.86  256.96+30.36°  277.50 £32.93°  298.47 £26.48"
WZEL (n =20) 205.14 +5.88  227.82+12.46  235.47 +20.55  257.57£26.30°  277.30 +24.43  303.86 £34.43 "

T S IR R, * P <0. 05
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Protein  Gene Protein name Ratios

ID symbol M/C T/M T/C
P08649 c4 Complement C4 2.61 0.35 0.92
Q63207 F10 Coagulation factor X 1.69 0.42 0.71
Q920G0  Skap2  Src kinase-associated phosphoprotein 2 0.60 1.71 1.02
Q64119 Myl6 Myosin light polypeptide 6 0.58 2.01 1.16
P85972 Vel Vinculin 0.55 1.33 0.74
FILQ70  Alox12 Arachidonate 12-lipoxygenase 0.55 1.56 0.86
P05065  Aldoa Fructose-bisphosphate aldolase A 0.52 2.15 1.12
P61983  Ywhag 14-3-3 protein gamma 0.51 2.40 1.22
Q08163  Capl Adenylyl cyclase-associated protein 1 0.48 2.23 1.08
Q63610  Tpm3 Tropomyosin alpha-3 chain 0.44 3.02 1.34
P62963  Pinl Profilin-1 0.42 2.96 1.25
Q9QX27  Stl8  Suppression of tumorigenicity 18 protein 0.37 1.96 0.73
Q68FR2  Bin2 Bridging integrator 2 0.37 3.37 1.25
P04642  Ldha L-lactate dehydrogenase A chain 0.36 3.31 1.20
P68511  Ywhah 14-3-3 protein 0.35 3.08 1.07
Q5X173  Arhgdia Rho GDP-dissociation inhibitor 1 0.33 5.60 1.85
P63102  Ywhaz 14-3-3 protein zeta/delta 0.32 2.65 0.84
Q5XFX0 Tagln2 Transgelin-2 0.28 2.07 0.57
P09495  Tpm4 Tropomyosin alpha<4 chain 0.22 5.50 1.20
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