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Analysis of Serum Proteomics Features of “Shanghuo” in Traditional Chinese Medicine Based on iTRAQ Technology
Chen Juan, Xu Li, Xie Guanqun, Zhou Jia, Xie Zhijun, Gan Jing, Fan Yongsheng
( College of Basic Medical Sciences, Zhejiang University of Traditional Chinese Medicine, Hangzhou 310053, China)
Abstract Objective: To screen differentially expressed proteins in excessive heat “shanghuo” serum and provide a scientific ba-
sis for in-depth study on the mechanism of excessive heat “shanghuo”. Methods:Serum proteins were detected by relative and ab-
solute quantitative isotope labeling (iTRAQ) , and bioinformatics analysis ( GO, STRING) was used to screen the proteins that
were significantly different between the normal fever group and normal non-lit group subjects. Results: Compared with the normal
control group, 49 differentially expressed proteins were screened by excessive heat “Shanghuo” group, with 22 up-regulated and
27 down-regulated. Apolipoprotein C3 (Apo C3), lactate dehydrogenase (LDH), and vitamin K-dependent protein S (PROSI)
were significantly up-regulated while Apo A4, SOD3 and the plasminogen activator inhibitor 1 (PAI-1) and so on were significant-
ly down-regulated. Conclusion ;The abnormal lipid metabolism and glycolytic abnormality in the “shanghuo” crowd are closely re-
lated to the occurrence of oxidative stress and inflammation, and the coagulation function is decreased, leading to easily bleeding.
The differential proteins screened can provide references for biological foundation of basic research on “shanghuo”.
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F1 IR SEFABRELEZ LANEREBR(22 1)

Proteins Name Gene Name Model/Control  Style
sp|P08519 | APOA_HUMAN  Apolipoprotein(a) OS = Homo sapiens GN =LPA PE=1 SV =1 LPA 50. 0556034 Up
sp1P30041 I PRDX6_HUMAN  Peroxiredoxin-6 OS = Homo sapiens GN =PRDX6 PE=1 SV =3 PRDX6 5. 09675547 Up
spl QOUNZ2 INSFIC_HUMAN NSFL1 cofactor p47 OS =Homo sapiens GN =NSFL1C PE=1 SV =2 NSFL1C 3. 872576 Up
spl 075636 |[FCN3_HUMAN  Ficolin-3 OS =Homo sapiens GN=FCN3 PE=1 SV =2 FCN3 3.47271311 Up
sp1P02656 | APOC3_HUMAN  Apolipoprotein C-III OS = Homo sapiens GN =APOC3 PE=1 SV =1 APOC3 2.97993696 Up
sp 1 P04003 | CABPA_HUMAN  C4b-binding protein alpha chain OS = Homo sapiens GN = C4BPA PE=1 SV =2 C4BPA 2. 84976804 Up
sp|P02768 |ALBU_HUMAN  Serum albumin OS = Homo sapiens GN=ALB PE=1 SV =2 ALB 2. 69156301 Up
sp1 Q06323 |PSMEI_HUMAN  Proteasome activator complex subunit 1 OS =Homo sapiens GN =PSMEl PE=1 SV =1 PSME1 2. 6546061 Up
sp1P36980 1 FHR2_HUMAN Complement factor H-related protein 2 OS =Homo sapiens GN =CFHR2 PE=1 SV =1 CFHR2 2. 61954355 Up
splPO1009 | AIAT_HUMAN  Alpha-1-antitrypsin OS = Homo sapiens GN =SERPINA1 PE =1 SV =3 SERPINA1 2.58991843 Up
spl Q86UX7 IURP2_HUMAN  Fermitin family homolog 3OS =Homo sapiens GN =FERMT3 PE =1 SV =1 FERMT3 2.55858588 Up
sp 1 P04264 | K2C1_HUMAN Keratin, type 1l cytoskeletal 1 OS =Homo sapiens GN =KRT1 PE=1 SV =6 KRT1 2.53121793 Up
splQ96KN2 | CNDP1_HUMAN Beta-Ala-His dipeptidase OS = Homo sapiens GN =CNDPl PE=1 SV =4 CNDP1 2. 52800405 Up
sp1P07225 | PROS_HUMAN Vitamin K-dependent protein S OS = Homo sapiens GN =PROSI PE=1 SV =1 PROSI 2.42580152 Up
splP00338 ILDHA_HUMAN  L-lactate dehydrogenase A chain OS = Homo sapiens GN =LDHA PE =1 8V =2 LDHA 2.31206489 Up
spl1 Q14766 LTBPI_HUMAN  Latent-transforming growth factor beta-binding protein 1 OS = Homo sapiens GN = LTBP1 LTBP1 2. 18498403 Up

PE=1 SV=4
sp | P13489 | RINI_HUMAN Ribonuclease inhibitor OS = Homo sapiens GN =RNH1 PE=1 8V =2 RNHI1 2. 12813902 Up
sp1P23528 1 COF1_HUMAN Cofilin-1 OS =Homo sapiens GN =CFL1 PE=1 SV =3 CFL1 2. 12695706 Up
spl Q14520 | HABP2_HUMAN  Hyaluronan-binding protein 2 OS =Homo sapiens GN =HABP2 PE=1 SV =1 HABP2 2. 10429043 Up
sp 1 P02741 | CRP_HUMAN C-reactive protein OS = Homo sapiens GN=CRP PE=1 SV =1 CRP 2. 07725793 Up
sp|P00450 | CERU_HUMAN  Ceruloplasmin OS = Homo sapiens GN=CP PE=1 SV =1 CP 2. 05986845 Up
spl 0957471 OXSRI_HUMAN  Serine/threonine-protein kinase OSR1 OS =Homo sapiens GN =0XSR1 PE=1 SV =1 OXSR1 2. 01372409 Up

R2 IRCENEEFEABRBLEEETANERERR(27 1)

Proteins Name Gene Name Model/Control  Style
sp|P19971 I TYPH_HUMAN Thymidine phosphorylase OS = Homo sapiens GN=TYMP PE =1 SV =2 TYMP 0. 4875285 Down
sp 1 P08294 | SODE_HUMAN Extracellular superoxide dismutase[ Cu-Zn] OS = Homo sapiens GN =SOD3 PE=1 SV =2 SOD3 0. 47519499 Down
splPO1609 IKV117_HUMAN g kappa chain V-I region Scw OS =Homo sapiens PE =1 SV =1 IGKV 0. 4655861 Down
sp|P378021 TAGL2_HUMAN  Transgelin2 OS =Homo sapiens GN =TAGLN2 PE=1 SV =3 TAGLN2 0. 44902885 Down
sp ! PODJI9 ISAA2_HUMAN Serum amyloid A-2 protein OS = Homo sapiens GN =SAA2 PE=1 SV =1 SAA2 0. 44055489 Down
sp|P04220 IMUCB_HUMAN  Ig mu heavy chain disease protein OS =Homo sapiens PE=1 SV =1 MUCB 0. 42923856 Down
spl Q9BS26 | ERP44_HUMAN  Endoplasmic reticulum resident protein 44 OS =Homo sapiens GN =ERP44 PE =1 SV =1 ERP44 0. 4207266 Down
sp 1 P06727 | APOA4_HUMAN  Apolipoprotein A-IV OS = Homo sapiens GN = APOA4 PE=1 SV =3 APOA4 0. 41688704 Down
sp|POCOL4 | CO4A_HUMAN  Complement C4-A OS =Homo sapiens GN=C4A PE=1 SV =2 C4A 0. 41548924 Down
sp1P01834 1 IGKC_HUMAN Ig kappa chain C region OS =Homo sapiens GN =IGKC PE=1 SV =1 IGKC 0. 41066755 Down
sp1P05121 I PAIl_HUMAN Plasminogen activator inhibitor 1 OS =Homo sapiens GN =SERPINEl PE=1 SV =1 SERPINE1 0. 40926069 Down
sp | P69905 |HBA_HUMAN Hemoglobin subunit alpha OS =Homo sapiens GN=HBAl PE=1 SV =2 HBA1 0. 36962521 Down
sp | P18206 | VINC_HUMAN Vinculin OS = Homo sapiens GN=VCL PE =1 SV =4 VCL 0.36432648  Down
sp 1 P67936 | TPM4_HUMAN Tropomyosin alpha4 chain OS = Homo sapiens GN =TPM4 PE =1 SV =3 TPM4 0. 34783313 Down
splQ9Y490 I TLNI_HUMAN  Talin-1 OS =Homo sapiens GN =TLN1 PE =1 SV =3 TLN1 0.34227319  Down
sp| PODJI8 |SAA1_HUMAN Serum amyloid A-1 protein OS =Homo sapiens GN =SAAl PE=1 SV =1 SAA1 0. 33253664 Down
spl 014791 |APOLI_HUMAN  Apolipoprotein L1 OS = Homo sapiens GN =APOL1 PE=1 SV =5 APOL1 0. 32002056 Down

HLA class I histocompatibility antigen,B-78 alpha chain OS = Homo sapiens

sp|P30498 | 1 B78_HUMA
spIP3049BIIBT8_HUMAN o {iAB PE=1 SV =1

HLA-B 0. 30760971 Down

Microtubule-associated protein RP/EB family member 1 OS =Homo sapiens
. 293 Vi

spl Q15691 IMAREI_HUMAN GN =MAPREl PE=1 SV=3 MAPREL 0.29376501 Down
sp|POCOLS | CO4B_HUMAN  Complement C4-B OS = Homo sapiens GN =C4B PE=1 SV =2 C4B 0. 25242271 Down
spl1 0958101 SDPR_HUMAN Serum deprivation-response protein OS = Homo sapiens GN =SDPR PE =1 SV =3 SDPR 0. 19668598 Down

UV excision repair protein RAD23 homolog B OS = H, sapiens GN = RAD23B PE =1
spIPS4727IRD23B_HUMAN 0 /< P protein omolos omo saprens RAD23B  0.1485936  Down
splQ9H4M9 | EHDI_HUMAN EH domain-containing protein 1 OS =Homo sapiens GN =EHD1 PE=1 SV =2 EHDI 0. 1127197 Down
spIP35579 IMYH9_HUMAN  Myosin-9 OS =Homo sapiens GN=MYH9 PE=1 SV =4 MYH9 0. 09950321 Down
Q12923 | PTNI3_HUMAN Tyrosine-protein phosphatase non-receptor type 13 OS = Homo sapiens GN = PTPN13 PIPNI3 0. 09404095 Down

PE=1 SV=2
sp|P52565 GDIRI_HUMAN  Rho GDP-dissociation inhibitor 1 OS =Homo sapiens GN = ARHGDIA PE=1 SV =3 ARHGDIA 0. 04570882 Down
sp1 000299 | CLICI_HUMAN  Chloride intracellular channel protein 1 OS =Homo sapiens GN =CLICI PE=1 SV =4 CLIC1 0.01870682  Down
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il VLDL-TG /K /F IR EZ N 7 T R T BRI 1. ApoC3 WRERE NF-«B MIFAZA, {2
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